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Expanding the search

46 sequenced from SWFESC collection

Collaborator contributions/published
13 Commander Island (Olga Filatova et al, sequenced by Jean-Luc Jung)
e 49] apan market samples (Scott Baker/Merel Dalebout)
* 64 Japan samples from Kitamura et al. 2013

New stranding on St. George Is., Pribilofs, June 2014
LACM sample, 1993 (small adult, Bering Sea)
NMNH skull, 1948 (ID by T. Yamada as possible black form)

175 samples total






432bp haplotype network




Subspecies or species’?

* Black form i1s more different from the two recognized species
than they are from each other

* Genetic divergence measures are similar to what 1s found in
other recognized species (Rosel et al. submitted)

* Range-wide divergence across the North Pacific (not clinal)

Net divergence  Diagnostic
Strata (da) sites

Baird’s, Arnoux’s 0.028 10

Black, Baird’s 0.043 16
Black, Arnoux’s 0.060 24
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Genetlcs mtDNA control region

tpuowrae Hoezel 2002, LeDuc et al. 2008

Little global structure, but some
structure among Antarctic ecotypes

Inferred recent bottleneck and
stochastic lineage sorting into high
p—" latitude populations.
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Sampling global diversity:

452 complete mitochondrial genomes
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Implications

Strong evidence of genetic 1solation between sympatric
ecotypes

Recent, complex global radiation

Global perspective and genomic data shed light on
regional patterns relevant to management

Still recognized only as single, global species with 2
unnamed subspecies; taxonomy in need of revision



